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Species Gene Symbol Gene ID GenBank Accession Transcript
Human MSH6 2956 BC004246 NM_000179
About the gene

Official Symbol MSH6

Previous Symbol GTBP

Official Full Name | mutS homolog 6

Synonyms -

Location 2pl6.3
Gene Type protein-coding gene
Uniprot ID P52701

Pathway/Library others

This gene encodes a protein similar to the MutS protein. In E. coli, the MutS protein helps in the
recognition of mismatched nucleotides, prior to their repair. A highly conserved region of approximately
150 aa, called the Walker-A adenine nucleotide binding motif, exists in MutS homologs. The encoded
Gene Summary protein of this gene combines with MSH2 to form a mismatch recognition complex that functions as a
bidirectional molecular switch that exchanges ADP and ATP as DNA mismatches are bound and
dissociated. Mutations in this gene have been identified in individuals with hereditary nonpolyposis colon
cancer (HNPCC) and endometrial cancer.
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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